In the title compound, C 15 H 11 ClN 4 OS, the dihedral angle between the nine-membered 5-chloroindolin-2-one ring system and the benzene ring is 10.00 (6) . Intramolecular cyclic N-HÁ Á ÁO and C-HÁ Á ÁS hydrogen-bonding interactions [graph set S(6)] are present in the N-N-C-N chain between the ring systems. In the crystal, molecules form centrosymmetric cyclic dimers through intermolecular N-HÁ Á ÁO hydrogen bonds [graph-set R 2 2 (8)] and are extended by C-HÁ Á ÁCl interactions into infinite chains which propagate along [100] .
Related literature
For related structures, see: Ferrari et al. (2002) ; Pervez et al. (2010) ; Ramzan et al. (2010) . For various biological activities of Schiff bases, see: Bhandari et al. (2008) ; Bhardwaj et al. (2010) ; Pandeya et al. (1999) ; Sridhar et al. (2002) ; Suryavanshi & Pai (2006) . For cytotoxic and anticancer activities of isatin and its derivatives, see: Vine et al. (2009) . For bond-length data, see; Allen et al. (1987) . For graph-set analysis, see Bernstein et al. (1995) . Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 2; Ày þ 1; Àz þ 1; (ii) Àx þ 1; Ày þ 1; Àz þ 2.
Experimental
Data collection: APEX2 (Bruker, 2005) ; cell refinement: SAINT (Bruker, 2005) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 Comment Isatin (2,3-dioxindole) is an endogenous compound identified in humans, and its effect has been studied in a variety of systems (Vine et al., 2009) . Biological properties of isatin and its derivatives include a range of actions in the brain and offer protection against certain types of infections, such as anti-bacterial (Suryavanshi & Pai, 2006) antifungal, anticonvulsant, anti-HIV (Pandeya et al.,1999) , anti-depressant and anti-inflammatory activities (Bhandari et al., 2008) . In this paper we describe the single-crystal X-ray diffraction study of the title compound, C 15 H 11 ClN 4 OS.
In this compound ( Fig. 1) , the dihedral angle between the nine-membered 5-chloroindolin-2-one ring system and benzene ring is 10.00 (6)°. Atoms C8 in the 5-chloroindolin-2-one ring and C10 in the benzene ring are joined by a chain of four atoms (N2/N3/C9/N4) giving a torsion angle 7.47 (19)° while the the torsion angles C8-N2-N3-C9 and C10-N4-C9-N3 are 173.15 (13)° and -178.02 (13)°, respectively. The essentially planar conformation of the molecule is maintained by cyclic intramolecular N3-H···O1 and C11-H···S1 hydrogen-bonding interactions [graph set S(6) (Bernstein et al., 1995) ] (Table   1) 
The Schiff base have been synthesized by refluxing the reaction mixture of hot ethanolic solution (30 ml) of 4-phenyl-3thiosemicarbazide (0.01 mol) and hot ethanolic solution (30 ml) of 5-chloroisatin (0.01 mol) for 2 h. The precipitate formed during reflux was filtered, washed with cold ethanol and recrystallized from hot ethanol: yield 97%; m.p. 521.4-521.9 K).
The orange crystals were grown in acetone-DMF (3:1) by slow evaporation at room temperature.
Refinement
N bound H atoms were located in a difference Fourier map and were refined freely. The remaining H atoms were positioned geometrically and refined using a riding model with C-H = 0.93 Å and U iso (H) = 1.2U eq (C). The highest residual electron density peak (0.510 eÅ -3 is located at 0.87 Å from C3 and the deepest hole (-0.228 eÅ -3 ) is located at 0.56 Å from Sl. Fig. 1 . The molecular structure of the title compound, with 50% probability displacement ellipsoids and the atom-numbering scheme. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.08445 (7) 0.29509 (2) 0.0174 (7) 0.0198 (7) 0.0235 (8) −0.0035 (5) 0.0021 (6) 0.0023 (6) C3 0.0231 (7) 0.0199 (7) 0.0209 (7) −0.0022 (6) 0.0007 (6) 0.0009 (6) C4 0.0200 (7) 0.0200 (7) 0.0277 (8) −0.0032 (5) −0.0023 (6) 0.0022 (6) C5 0.0144 (6) 0.0222 (7) 0.0288 (8) −0.0025 (5) 0.0025 (6) 0.0016 (6) C6 0.0136 (6) 0.0166 (6) 0.0231 (7) 0.0017 (5) 0.0033 (5) 0.0026 (5) C7 0.0126 (6) 0.0182 (7) 0.0221 (7) 0.0028 (5) 0.0027 (5) 0.0046 (5) C8 0.0127 (6) 0.0179 (7) 0.0188 (7) 0.0010 (5) 0.0018 (5) 0.0026 (5) C9 0.0132 (6) 0.0174 (6) 0.0183 (7) 0.0014 (5) −0.0007 (5) 0.0023 (5) C10 0.0118 (6) 0.0165 (6) 0.0192 (7) 0.0003 (5) 0.0002 (5) 0.0017 (5) C11 0.0136 (6) 0.0188 (7) 0.0200 (7) 0.0008 (5) −0.0017 (5) −0.0002 (5) C12 0.0136 (6) 0.0180 (7) 0.0298 (8) −0.0002 (5) −0.0025 (6) 0.0007 (6) C13 0.0143 (6) 0.0245 (8) 0.0295 (9) −0.0013 (5) 0.0026 (6) 0.0059 (6) C14 0.0187 (7) 0.0364 (9) 0.0192 (8) −0.0017 (6) 0.0023 (6) 0.0058 (7) C15 0.0154 (7) 0.0301 (8) 0.0182 (7) −0.0038 (6) −0.0011 (5) 0.0005 (6) Geometric parameters (Å, °) S1-C9 
